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<210> 1 

<211> 289 

<212> PRT 

<213> Trichosanthes Kirilowii M. 

<400> 1 

Met lie Arg Phe Leu Val Leu Ser Leu Leu lie Leu Thr Leu Phe Leu 
1 5 10 15 

Thr Thr Pro Ala val Glu Gly Asp val Ser Phe Arg Leu Ser Gly Ala 
20 25 30 

Thr Ser Ser Ser Tyr Gly val Phe lie Ser Asn Leu Arg Lys Ala Leu 
35 40 45 



Pro Asn Glu Arg Lys Leu Tyr Asp lie Pro Leu Leu Arg Ser Ser Leu 
50 55 60 



Pro Gly ser Gin Arg Tyr Ala Leu lie His Leu Thr Asn Tyr Ala Asp 
65 70 75 80 



Glu Thr He Ser val Ala lie Asp Val Thr Asn Val Tyr lie Met Gly 
85 90 95 

Tyr Arg Ala Gly Asp Thr Ser Tyr Phe Phe Asn Gly Ala Ser Ala Thr 
100 105 110 

Glu Ala Ala Lys Tyr val Phe Lys Asp Ala Met Arg Lys Val Thr Leu 
115 120 125 

Pro Tyr Ser Gly Asn Tyr Glu Arg Leu Gin Thr Ala Ala Gly Lys lie 
130 135 140 



1 



Arg Glu Asn lie Pro Leu Gly Leu Pro Ala Leu Asp Ser Ala lie Thr 
145 150 155 160 

Thr Leu Phe Tyr Tyr Asn Ala Asn Ser Ala Ala Ser Ala Leu Met val 
165 170 175 

Leu lie Gin ser Thr Ser Glu Ala Ala Arg Tyr Lys Phe lie Glu Gin 
180 185 190 

Gin lie Gly Lys Arg Val Asp Lys Thr Phe Leu Pro Ser Leu Ala He 
195 200 205 

lie Ser Leu Glu Asn Ser Trp Ser Ala Leu Ser Lys Gin lie Gin lie 
210 215 220 

Ala Ser Thr Asn Asn Gly Gin Phe Glu Ser Pro Val val Leu lie Asn 
225 230 235 240 

Ala Gin Asn Gin Arg Val Thr lie Thr Asn Val Asp Ala Gly Val Val 
245 250 255 

Thr Ser Asn lie Ala Leu Leu Leu Asn Arg Asn Asn Met Ala Ala Met 
260 265 270 

Asp Asp Asp Val Pro Met Thr Gin Ser Phe Gly Cys Gly Ser Tyr Ala 
275 280 285 

Leu 

<210> 2 
<211> 870 
<212> DNA 

<213> Trichosanthes Kirilowii m. 
<400> 2 

atgatcagat tcttagacct ctctttgcta attctcaccc tcttcctaac aactcctgct 60 
gtggagggcg atgttagctt ccgtttatca ggtgcaacaa gcagttccta tggagttttc 120 
atttcaaatc tgagaaaagc tcttccaaat gaaaggaaac tgtacgatat ccctctgtta 180 
cgttccagtc ttccaggttc tcaacgctac gcattgatcc atctcacaaa ttacgccgat 240 
gaaaccattt cagtggccat agacgtaacg aacgtctata ttatgggata tcgcgctggc 300 
gatacatcct attttttcaa cgaggcttct gcaacagaag ctgcaaaata tgtattcaaa 360 
gacgctatgc gaaaagttac gcttccatat tctggcaatt acgaaaggct tcaaactgct 420 
gcaggcaaaa taagggaaaa tattccgctt ggactccctg ctttggacag tgccattacc 480 
actttgtttt actacaacgc caattctgct gcgtcggcac ttattgtact cattcagtcg 540 



acgtctgagg ctgcgaggta taaatttatt gagcaacaaa ttgggaagcg tgttgacaaa 600 

accttcctac caagtttagc aattataagt ttggaaaata gttggtctgc tctctccaag 660 

caaattcaga tagcgagtac taataatgga cagtttgaaa gtcctgttgt gcttataaat 720 

•gctcaaaacc aacgagtcac gataaccaat gttgatgctg gagttgtaac ctccaacatc 780 

gcgttgctgc tgaatagaaa caatatggca gccatggatg acgatgttcc tatgacacag 840 

agctttggat gtggaagtta tgctatttag 870 

<210> 3 

<211> 21 

<212> DNA 

<213> arti f i ci al sequence 
<220> 

<223> primer 

<400> 3 

gtgcaggcca tggatgttag g 21 

<210> 4 

<211> 30 

<212> DNA 

<213> artifi ci al sequence 
<220> 

<223> primer 

<400> 4 

aacaatatgg cataggatcc catggatgac 30 

<210> 5 

<211> 27 

<212> DNA 

<213> arti f i ci al sequence 
<220> 

<223> primer 

<400> 5 

aagcgtgttg acgaaacctt cctacca 27 

<210> 6 

<211> 27 

<212> DNA 

<213> arti f i ci al sequence 
<220> 

<223> primer 

<400> 6 

attcagatag cgggtactaa taatgga 27 



<210> 7 

<211> 27 

<212> DNA 

<213> artificial sequence 
•<220> 

<223> primer 

<400> 7 

gttgtaacct ccggcatcgc gttgctg 



